Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.007 Å; R factor = 0.044; wR factor = 0.102; data-to-parameter ratio = 9.4.
The asymmetric unit of the title co-crystal, C 8 H 12 N + Á-C 7 H 4 NO 4 À ÁC 7 H 5 NO 4 , contains two cations, two anions and two neutral 4-nitrobenzoic acid molecules. In the crystal, O-HÁ Á ÁO, N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds connect the ions and molecules, forming a three-dimensional network. 
Related literature

Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
The asymmetric unit of the title co-crystal, (I), contains two molecules of 2,4,6-trimethylpyridinium 4-nitrobenzoate and 4-nitrobenzoic acid (Fig. 1) . All bond lengths and bond angles are as expected for this kind of compounds (Allen et al., 1987) .
In the structure, the molecular packing is stabilized by intermolecular O-H···O, N-H···O and C-H···O hydrogen bonds, forming a three dimensional network ( Experimental 10 ml of ethanol were taken in 25 ml round bottom flask and 1.25 g of p-nitrobenzoic acid were added and suspension was heated to homogenize the mixture. Then 1 ml of sym-collidine (2,4,6-trimethylpyridine) was added and this mixture was refluxed for 1.5 h. Then this solution was concentrated on water bath to half amount and poured into sample vial and left for crystallization. On crystallization, colourless prisms of (I) were obtained.
Refinement
The H atoms of the NH and OH groups in the title compound were placed in a difference map and refined with the distance restraint N--H = 0.86 and O--H = 0.90 Å; their U iso values were constrained to be 1.2U eq of the carrier atom. The remaining H atoms were positioned geometrically [C-H = 0.93 -0.96 Å] and refined using a riding model, withU iso (H). = 1.2 U eq (C) and 1.5 U eq (C methyl ). The structure was refined with Friedel pairs merged by the use of the MERG 4 instruction in SHELXL97, as the lack of anomalous scatterers did not allow the determination of the absolute configuration from the X-ray measurements. Two reflections 002 and 004 were omitted in the final refinement as these were obscured by beam stop. Figures   Fig. 1 . The molecules in the asymmetric unit of the title compound shown with 30% probability displacement ellipsoids. For clarity, only N atoms are labelled. sup-7 125.1 (4) C2B-C1B-C6B 119.8 (4) C1E-C2E-C3E 121.5 (5) C1B-C2B-C3B 118.6 (5) C2E-C3E-C4E 118.6 (4) C2B-C3B-C4B 123.1 (5) C2E-C3E-C7E 120.9 (5) N1B-C3B-C4B 117.0 (5) C4E-C3E-C7E 120.5 (5) N1B-C3B-C2B 119.9 (5) C3E-C4E-C5E 120.5 (4) C3B-C4B-C5B 117.9 (4) N1E-C5E-C8E 116.1 (4) C4B-C5B-C6B 121.1 (5) N1E-C5E-C4E 119.2 (4) C5B-C6B-C7B 119.0 (5) C4E-C5E-C8E 124.7 (4) C1B-C6B-C7B 121.3 (4) C1E-C2E-H2E
119.00 C1B-C6B-C5B 119.6 (4) C3E-C2E-H2E
119.00 O4B-C7B-C6B 113.8 (5) C5E-C4E-H4E 120.00 O3B-C7B-C6B 121.3 (4) C3E-C4E-H4E 120.00 O3B-C7B-O4B 124.9 (5) H6K-C6E-H6L 110.00 C2B-C1B-H1B 120.00 H6L-C6E-H6M
109.00 C6B-C1B-H1B 120.00 C1E-C6E-H6M
109.00 C3B-C2B-H2B 121.00 C1E-C6E-H6L
109.00 C1B-C2B-H2B 121.00 C1E-C6E-H6K
109.00 C3B-C4B-H4B 121.00 H6K-C6E-H6M
109.00 C5B-C4B-H4B 121.00
